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Heat stress is an important abiotic constraint limiting crop productivity. An experiment was conducted to elucidate the impacts
of heat induced biochemical transformations on morphological attributes of Pakistani wheat genotypes. Experiment was laid
out in randomized complete block design (RCBD) with the split plot arrangement during the winter season 2014-15. Main plot
treatments were comprised of H0 (No heat imposition) and H1 [(Heat imposition from spike emergence to grain filling initiation
(Feekes Scale = 10.50 to 11.00)]. Subplots treatments were comprised of eleven wheat genotypes (Punjab-2011, AARI-2011,
Galaxy-2013, Millat-2011, Aas-2011, Fareed-2006, Chakwal-50, Mairaj-2008, Pakistan-2013, NIBGE-NIAB-1 and Kohistan97). Under heat over control, lesser decrease in chlorophyll contents and enhancement in antioxidant activities were depicted
by Aas-2011, Chakwal-50, and Mairaj-2008. Higher chlorophyll degradation and diminishment in antioxidant activities under
heat stress over control was observed for all other cultivars. Comparatively lower grain filling rate, higher duration, number of
grains per spike and grain yield was observed for cultivars Aas-2011, Chakwal-50, Mairaj-2008 and Punjab-2011 under heat
stress over control. Conclusively, based on biochemical response and morphological markers genotypes Aas-2011, Chakwal50, and Mairaj-2008 manifested heat tolerance. Genotypes Fareed-2006 and Punjab-2011 manifested medium heat tolerance.
Whereas, genotypes AARI-2011, Galaxy-2013, Millat-2011, Pakistan-2013, NIBGE-NIAB-1 and Kohistan-97 depicted
susceptibility to terminal heat stress.
Keywords: Antioxidant defense system, grain yield, morphogenesis, stay green, thermotolerance.
INTRODUCTION
Wheat is the largest growing cereal around the globe. It is
grown on an area of 222.24 million hectares with production
of 737.83 million metric tons in world (USDA, 2017). Food
security in Pakistan is affiliated with wheat production and
consumption. In Pakistan, share of wheat in gross domestic
product is 2.0% and in value addition 9.9%. It is cultivated on
an area of 9.260 million hectares (Govt. of Pakistan, 2016).
The increasing prevalence of intense temperature is becoming
a limiting factor for crop production specifically for wheat
crop. Over the years, wheat productivity is threatened by
increasing climatic skepticism (Wang et al., 2015). Wheat
production under changing climate has been an arduous task.
Hence, it warrants the prerequisite of boosting its yield on per
unit land area basis and negotiates wheat production under
high-temperature environment (Trnka et al., 2014). As a
temperate climate crop, wheat crop prefers to grow in cool
temperature (Asseng et al., 2015). The temperature optima for
terminal spikelet, anthesis, and grain filling for wheat are 12,
23 and 21ºC, respectively (Innes et al., 2015). According to
an assessment, every 1ºC rise of temperature declines grain
yield by 3-17% in Pakistan and India (Mondal et al., 2013).

The higher temperature is foretold to rise further in future and
terminal heat stress (˃35ºC) deleteriously impacting grain
yield in wheat (Wang et al., 2012). Exposure of reproductive
stages to the higher temperature is known as terminal heat
stress. Heat stress is of “heat shock” and “chronic heat” types.
Heat shock is the abrupt and utmost increment in temperature
above 35°C for duration of 4-5 days. Whereas, chronic heat
stress is occurrence of moderately high temperature (2530°C) for the relatively longer duration (Li et al., 2013).
Negative impacts of heat stress include photorespiration,
pollen infertility, cellular dehydration, rapid phenology,
declining availability of assimilates for grain filling,
chlorophyll degradation, decreasing number and size of
grains and eventually decline in grain yield (Ghaffari et al.,
2015). The most important adverse effect of heat stress is
generation of excessive reactive oxygen species (ROS) that
leads to oxidation of lipids of cellular membranes
(Hasanuzzaman et al., 2013). Consequently, plant synthesizes
antioxidants to scavenge ROS. Plants also accumulate
compatible solutes and osmo-protectants as a defensive
mechanism to regain cellular redox balance and homeostasis.
Antioxidants and compatible solutes develop heat tolerance
and maintain growth (Kamal et al., 2017).
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Different wheat cultivars depict assortment and heterogeneity
in response to high temperature (Siebert and Ewert, 2014).
Furthermore, numerous quantitative trait loci exist for a single
targeted trait having complex inheritance pattern
(Mwadzingeni et al., 2016). Therefore, selection of polygenic
target traits can be accomplished indirectly employing
biochemical markers closely related to heat tolerance (Sadat
et al., 2013). Likewise, diversity among wheat cultivars
combined with polyploidy and genes profusion makes it
challenge to select a suitable genotype using morphological
trait under high-temperature environment (Dube et al., 2016).
Hence, selection of wheat genotypes merely since response of
morphological traits often leads to faulty inferences
(Reynolds and Langridge, 2016). Moreover, physiochemical
marker assisted selection of genotypes depicts higher efficacy
of selection than mere morphological markers based selection
for polygenic traits (Sadat et al., 2013). Therefore,
phenological and biochemical markers assisted screening of
wheat cultivars enhances efficacy of cultivar selection
(Nawaz et al., 2015).
Previous experiments were mainly comprised of heat
imposition under controlled environments of greenhouse.
Although, studies regarding manipulation of sowing dates are
abundantly available to observe adverse effects of high
temperature. Whereas, relatively a little information is
available regarding the imposition of heat stress under field
conditions. Moreover, studying biochemical mediated
transformations in correlation with morphological traits might
prove advantageous for breeding for heat tolerance. Whereas,
information regarding the correlation of antioxidant enzymes,
chlorophyll contents and total soluble proteins with growth
and yield attributes at terminal stages predisposed to heat are
scarce. Most of previous studies quantified biochemical
attributes only at seedling stages without considering yield
and other phenotypic traits at seedling stage. Thus, study was
conducted with hypotheses that antioxidant enzymatic
activities, stay greenness, total soluble proteins, grain filling
rate and duration tend to be highly correlated with agronomic
traits. Objectives of study were (i) to investigate enzymatic
activities and stay green trait as potential regulators of
morphological markers in Pakistani wheat genotypes under
terminal heat (ii) to examine either morphological attributes
are reliant on physio-chemical processes and can be
manipulated for improving heat tolerance.

Plant material: The seed of varieties Punjab-2011, AARI2011, Galaxy-2013, Mairaj-2008, and Millat-2011 was
procured from Ayub Agriculture Research Institute (AARI)
Faisalabad, Pakistan. The seed of genotypes Aas-2011 and
Fareed-2006 was obtained from Adaptive Research Farm,
Bahawalpur while seed of Pakistan-2013 was obtained from
National Agricultural Research Centre (NARC), Islamabad.
Plant material of genotypes Chakwal-50 and Kohistan-97 was
procured from University of Agriculture Faisalabad (UAF),
Pakistan. Seed of genotype NIBGE-NIAB-1 was obtained
from Nuclear Institute for Agriculture and Biology (NIAB)
Faisalabad, Pakistan.
Treatments and agronomic practices: The experiment
comprised of two heat stress treatments [H0= No heat stress
(plots without polythene sheet) and H1= Heat stress (plots
covered with polythene sheet from the complete emergence
of spike to grain filling initiation, Feekes Scale= 10.50 to
11.00)] and eleven varieties (Punjab-2011, AARI-2011,
Galaxy-2013,
Millat-2011,
Aas-2011,
Fareed-2006,
Chakwal-50, Mairaj-2008, Pakistan-2013, NIBGE-NIAB-1,
Kohistan-97).
Sowing was done on 17th of November 2014 with the help of
single row hand drill with R × R of 22.5 cm. Seed rate used
during sowing was 100 kg ha-1. Gross plot size used was 3.0
m × 0.90 m having four rows of wheat in each plot with row
× row distance of 22.50 cm. Fertilizer was applied at the rate
of 120:75:60 kg NPK ha-1. Half of nitrogen fertilizer (urea)
and all the phosphorus (SSP) and potash fertilizers (SOP)
were applied as basal dose. Remaining half nitrogen fertilizer
was applied with first irrigation at crown root initiation.
Irrigations were applied at four critical growth stages viz.
crown root initiation, tillering, spike initiation and flowering.
The crop was harvested on 2nd May 2015. Two hoeings were
done in all treatments to control weeds; first after 40 days of
sowing and second after 60 days of sowing.
Imposition of heat stress: Heat stress was imposed at heading
stage by covering main plots with polythene sheet while
control plot was left in the ambient environment. Heat stress
was imposed from heading to grain filling stage (Feekes
Scale= 10.50 to 11.0), during this duration temperature was
recorded in the morning, noon and in evening with the help of
digital temperature and humidity probe (Digital Multimeter50302). The mean daily temperature in control and heat
stressed main plots are shown graphically in Figure 1.
Experimental design: Randomized complete block design
(RCBD) with split plot arrangement having four replications
was used to conduct the experiment. Heat stress treatments
were randomized in main plots while varieties in subplots.
The data were analyzed statistically (p ≤ 0.05) using the
Fisher’s analysis of variance technique (Steel et al., 1997) and
treatments’ means were compared by using Tukey’s Honestly
Significant Difference (Tukey’s HSD) test at 5% probability
level. Moreover, strength of association among recorded

MATERIALS AND METHODS
Experimental site: An experiment was conducted to observe
negative implications of terminal heat stress on different
cultivars of wheat. The experiment was carried out at the
Agronomic Research Area, University of Agriculture
Faisalabad, Pakistan during winter season 2014-15.
Experimental site is located at 73˚ east longitude, 31˚ north
latitude, and at an altitude of 184.4 meters.
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attributes under heat and no heat was determined using
correlation analysis (Gomez and Gomez, 1984).

catalase (CAT) was determined as the amount of H2O2
consumed by the enzyme and converted to H2O and O2. Same
enzyme extract as for TSP determination was used for
measurement of CAT activity. Enzyme extract 100 µL was
taken in well plate, added 100 µL H2O2 (5.9 mM) and
recorded absorbance at 240 nm wavelength on ELISA plate
(Liu et al., 2009).
Grain filling rate (GFR) was recorded by randomly selecting
5 spikes in each treatment. Spikes were harvested at 5 days’
interval and oven dried to record dry weight. GFR was
determined using formula by Hunt (1978).

Where W1 and W2 represent the dry weight of spikes at first
harvest and second harvest, respectively. To determine grain
filling duration (GFD) five plants in each plot were tagged.
The number of days from heading to physiological maturity
was taken as grain filling duration (Hunt, 1978). Number of
grains per spike was determined by taking the average of 10
spikes harvested randomly from each treatment. For grain
yield, each plot was harvested and threshed and converted to
tons per hectare.

Figure 1. Mean daily temperature in no heat and heat
stressed main plots.
Observations recorded: Chlorophyll a and b contents were
recorded by collecting samples from each treatment. The sub
samples of 0.5 g from each plot were soaked overnight in 80%
acetone and recorded absorbance at 663 and 645 nm using
ELISA plate. Chlorophyll a and b contents (mg g-1) were
determined using formulae given by Arnon (1949):

RESULTS
Heat stress had an overall deleterious effect at reproductive
stages of wheat. However, cultivars specific response was
evident on different growth, yield, and biochemical attributes.
The varied response of genotypes under heat and control
resulted in significant heat × genotypes effect for various
parameters.
Different wheat genotypes manifested significant difference
for chlorophyll (CHL) contents (Table 1). High-temperature
stress had the negative impact on chlorophyll pigment. Heat
stress diminished CHL a (33%) and CHL b (38%) contents of
control. All cultivars showed similar trend under heat and no
heat-induced conditions to depict non-significant interaction.
Cultivars varied response was apparent as Aas-2011 recorded
maximum CHL contents (2.08 mg g-1) and it was statistically
alike to the cultivars Chakwal-50 and Mairaj-2008. Similarly,
the wheat cultivar Aas-2011 recorded highest CHL b contents
(0.58 mg g-1) and was statistically like to cultivar Chakwal50. Conversely, minimum CHL contents were observed for
cultivar NIBGE-NIAB-1 (CHL a 1.01 mg g-1) (CHL b 0.15
mg g-1). Wheat cultivar NIBGE-NIAB-1 depicted greater
reduction than other genotypes in CHL a (52%) and CHL b
(53%) contents. Contrarily, genotypes Chakwal-50, Mairaj2008, Aas-2011, and Fareed-2006 recorded almost similar
response and lesser decline in CHL a (15-22%) and CHL b
(27-35%) contents than other genotypes were observed
(Table 2).

Where “A” indicates absorbance (nm), “V” volume of the
extract (mL) and “W” weight of the fresh leaf tissue (g).
Total soluble proteins (TSP) were quantified by preparing
enzyme extract of leaves samples stored at -80°C in a freezer.
Enzyme extract was prepared in potassium phosphate buffer
(pH 4), vortex and centrifuged. Added Bradford Reagent and
recorded absorbance using ELISA plate at 595 nm (Bradford,
1976).
Superoxide dismutase (SOD) activity was measured as an
amount of enzyme that inhibited photochemical reduction of
nitro blue tetrazolium (NBT). Reaction mixture used was 100
µL enzyme extract prepared same as for TSP + 500 µL
potassium phosphate buffer (pH 5) + 200 µL methionine +
200 µL triton X + 100 µL NBT + 800 µL distilled water.
Placed under ultraviolet light for 15 minutes, added 100 µL
riboflavin and noted absorbance at 560 nm with the help of
ELISA plate (Giannopolitis and Ries, 1977). Peroxidase
(POD) activity was recorded as an amount of enzyme required
for guaiacol oxidation. Enzyme extract used for TSP was also
used to measure POD activity. Reaction mixture comprised of
800 µL potassium phosphate buffer (pH 5) + 100 µL H 2O2
(40 mM) + 100 µL guaiacol (20 mM). Added 100 µL enzyme
extract, 100 µL reaction mixture, and recorded absorbance at
470 nm using ELISA plate (Liu et al., 2009). The activity of
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Table 1. Analysis of variance for effect of heat stress on biochemical, growth and yield parameters of wheat varieties
A) Mean sum of squares.
SOV

DF

Parameters
CHL a CHL b
TSP
SOD
POD
CAT
GFR
GFD
GPS
GY
Blocks
3
7.76
0.117
0.027
15226.7
55.72
224.34
0.00038
7.14
483.10
21.31
Heat (H)
1
7.35 ٭٭0.482 ٭٭0.130٭
7103.0 ٭٭128.87٭٭
375.80 ٭0.05600 ٭٭2132.53 ٭٭1071.01** 60.40**
Error 1
3
0.19
0.009
0.004
142.3
3.74
23.27
0.00038
7.99
8.28
0.17
Varieties (V) 10
1.10 ٭٭0.212 ٭٭0.304 ٭٭15882.3 ٭٭342.18 ٭٭1170.58 ٭٭0.00519 ٭٭178.51 ٭٭247.07**
2.49**
H×V
10
0.04NS
0.002NS 0.026٭
1673.9 ٭٭47.09٭٭
143.30 ٭٭0.00035NS
4.34NS
9.51*
0.26**
Error 2
60
0.04
0.002
0.003
35.9
1.13
2.55
0.00030
4.60
4.45
0.09
SOV = Source of variation; DF = Degree of freedom;  = ٭Significant (p ≤ 0.05);  = ٭٭Highly significant (p ≤ 0.01); NS = Non-significant;
CHL a = Chlorophyll a contents (mg g-1); CHL b = Chlorophyll b contents (mg g-1); TSP = Total soluble proteins (mg g-1); SOD = Super
oxide dismutase (U per mg protein); POD = Peroxidase (U per mg protein); CAT = Catalase (U per mg protein); GFR = Grain filling
rate (g per day); GFD = Grain filling duration (days); GPS = Number of grains per spike; GY = Grain yield (t ha-1)

Table 2. Effect of heat stress on biochemical and growth parameters of wheat varieties.
Treatments
Parameters
CHL a
CHL b
GFR
Heat stress
No heat stress (H0)
1.75 A
0.39 A
0.10 B
Heat stress (H1)
1.18 B
0.24 B
0.15 A
Tukey’s HSD (p ≤ 0.05)
0.298
0.064
0.013
Varieties
Punjab-2011
1.53 CDE
0.32 C
0.15 AB
AARI-2011
1.28 EFG
0.24 DE
0.14 AB
Galaxy-2013
1.40 DEF
0.28 CD
0.16 A
Millat-2011
1.18 FG
0.19 EF
0.12 B
Aas-2011
2.08 A
0.58 A
0.08 C
Fareed-2006
1.71 BCD
0.40 B
0.12 B
Chakwal-50
1.92 AB
0.57 A
0.08 C
Mairaj-2008
1.82 ABC
0.46 B
0.13 B
Pakistan-2013
1.15 FG
0.15 F
0.14 AB
NIBGE-NIAB-1
1.01 G
0.15 F
0.14 AB
Kohistan-97
1.07 G
0.16 F
0.14 AB
Tukey’s HSD (p ≤ 0.05)
0.320
0.072
0.029

GFD
35.86 A
26.01 B
1.918
32.29 CD
29.11 DE
31.68 CD
27.37 EF
37.59 A
32.89 BC
36.69 A
36.47 AB
25.23 F
24.72 F
26.29 EF
3.586

Any two means not sharing a letter in common differ significantly at p ≤ 0.05; CHL a = Chlorophyll a contents (mg g-1); CHL b =
Chlorophyll b contents (mg g-1); GFR = Grain filling rate (g per day); GFD = Grain filling duration (days)

Dissimilar performance of different wheat genotypes for
antioxidant activities was observed in main plots and resulted
in significant interaction of genotypes and heat stress
(Table 1). Superoxide dismutase (SOD), peroxidase (POD)
and catalase (CAT) activity of Aas-2011, Chakwal-50 and
Mairaj-2008 was enhanced under heat over ambient
conditions. Whereas, all other cultivars recorded diminishing
trend in enzymatic activity under stressed environment over
control (Table 3).
Regarding SOD activity, Aas-2011, Chakwal-50 and Mairaj2008 depicted an increase of 12, 14 and 14%, respectively
under heat stress over control. In control Aas-2011 and
Chakwal-50 were statistically alike while in heat stress Aas2011, Chakwal-50 and Mairaj-2008 remained at par. Galaxy2013 and Millat-2011 depicted maximum decline (38 and
40%, respectively) in SOD activity under heat compared to
no heat environment (Table 3). The cultivars Aas-2011,

Chakwal-50 and Mairaj-2008 exhibited 17, 15 and 24%
enhancement in POD activity, respectively under heatinduced conditions over no heat imposition. Under hightemperature maximum diminishment (52%) in POD activity
was observed for Punjab-2011 and Galaxy-2013. Under hightemperature stress, Aas-2011, Chakwal-50 and Mairaj-2008
recorded significantly higher POD activity than all other
genotypes (Table 3).
Cultivars Aas-2011, Chakwal-50, and Mairaj-2008 depicted
an increase of 19, 15 and 16% respectively in CAT activity
under high-temperature stress environment over control. The
highest reduction in CAT activity was recorded for genotypes
Punjab-2011 (50%) and Galaxy-2013 (46%). Aas-2011,
Chakwal-50, and Miaraj-2008 manifested significantly higher
SOD, POD and CAT activity than all other cultivars in heat
stressed main plots. Likewise, almost similar trend was
observed in control (Table 3). Differential response of wheat
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Table 3. Effect of heat stress on antioxidant activity and grain yield of wheat varieties.
Treatments
TSP
SOD
POD
CAT
No heat stress (H0)
Punjab-2011
0.569 cd
143.85 b
17.00 c
34.41 c
AARI-2011
0.466 de
108.47 d
11.54 ef
24.63 e
Galaxy-2013
0.388 e
124.38 c
13.89 de
29.69 d
Millat-2011
0.410 e
95.47 de
10.22 fg
20.64 f
Aas-2011
0.752 a
168.90 a
21.28 a
38.58 ab
Fareed-2006
0.620 bc
144.43 b
15.51 cd
35.14 bc
Chakwal-50
0.737 ab
165.98 a
19.84 ab
38.98 a
Mairaj-2008
0.689 abc
155.42 ab
17.79 bc
37.66 abc
Pakistan-2013
0.384 e
83.97 ef
8.02 gh
15.94 g
NIBGE-NIAB-1
0.371 e
79.20 f
7.03 h
14.13 g
Kohistan-97
0.375 e
81.40 ef
8.09 gh
15.56 g
Heat stress (H1)
Punjab-2011
0.418 cd
96.50 c
8.09 bc
18.94 c
AARI-2011
0.313 de
69.15 de
6.70 cd
15.62 cd
Galaxy-2013
0.333 de
76.80 d
6.67 cd
16.13 c
Millat-2011
0.274 e
57.33 ef
5.32 d
11.90 de
Aas-2011
0.894 a
192.07 a
25.77 a
47.11 a
Fareed-2006
0.493 bc
112.92 b
10.10 b
26.02 b
Chakwal-50
0.888 a
192.85 a
23.28 a
46.45 a
Mairaj-2008
0.555 b
179.93 a
23.49 a
45.08 a
Pakistan-2013
0.261 e
62.20 ef
4.63 d
11.31 e
NIBGE-NIAB-1
0.235 e
54.30 f
4.25 d
10.28 e
Kohistan-97
0.250 e
59.77 ef
5.27 d
11.05 e
Tukey’s HSD (p ≤ 0.05)
0.1295
14.170
2.514
3.777

GPS

GY

55.75 a
41.75 cde
42.50 cde
43.50 cd
53.50 ab
44.00 c
49.25 b
52.25 ab
39.00 de
38.50 e
44.25 c

5.09 ab
4.22 c
4.15 c
4.06 c
5.22 a
4.19 c
4.95 ab
4.46 bc
4.10 c
3.35 d
3.31 d

45.00 ab
37.00 d
37.00 d
38.25 cd
48.00 a
38.00 cd
44.25 ab
42.00 bc
32.00 e
31.00 e
35.00 de
4.989

2.71 bcd
2.20 d
2.26 d
2.40 cd
3.71 a
2.73 bcd
3.36 ab
3.04 abc
2.21 d
2.03 d
2.24 d
0.709

Any two means not sharing a letter in common differ significantly at p ≤ 0.05; TSP = Total soluble proteins (mg g-1); SOD = Super oxide
dismutase (U per mg protein); POD = Peroxidase (U per mg protein); CAT = Catalase (U per mg protein); GPS = Number of grains per
spike; GY = Grain yield (t ha-1)

genotypes resulted in significant heat × varieties effect for
total soluble proteins (TSP). Higher temperature enhanced
accumulation of TSP in cultivars Aas-2011 (16%) and
Chakwal-50 (17%) and both cultivars were statistically
similar. In control Aas-2011 and Chakwal-50 were also
statistically resembling to Mairaj-2008 for TSP. The highest
diminishment in TSP under heat over control was observed
for cultivars AARI-2011 (40%) and Millat-2011 (64%)
(Table 3).
Heat stress (H) and varied performance of genotypes (V)
significantly affected grain filling rate (GFR) and grain filling
duration (GFD). Whereas, same trend amongst all cultivars
was observed in both main plots resulting in non-significant
interaction (H × V) for GFR and GFD (Table 1). Heat stress
accelerated GFR by 33% while diminished GFD by 27%.
Concerning GFR, Galaxy-2013 recorded highest GFR (0.16 g
per day) and it was statistically similar to Punjab-2011,
AARI-2011, Pakistan-2013, NIBGE-NIAB-1 and Kohistan97. Significantly lowest GFR was noted for cultivars Aas2011 and Chakwal-50. Regarding GFD, the cultivar Aas-2011
recorded highest value (37.59 days). Aas-2011 was
statistically comparable to Chakwal-50 and Mairaj-2008. The
genotype NIBGE-NIAB-1 recorded lowest GFD (24.72 days)

and it was statistically alike to Millat-2011, Pakistan-2013
and Kohistan-97. High-temperature environment caused
rapid grain filling rate (GFR) and diminished grain filling
duration (GFD). Even though, genotypes Aas-2011 and
Chakwal-50 maintained significantly lower GFR than all
other cultivars. Genotypes Aas-2011 and Chakwal-50
manifested significantly lowest decline in GFD against
maximum in cultivars Punjab-2011 and AARI-2011
(Table 3).
Varied response of genotypes was obvious under heat and
control to manifest significant heat × genotypes effect
(Table 1). More heat triggered diminishment in number of
grains per spike over control was observed for genotype
Mairaj-2008 (20%), NIBGE-NIAB-1 (19%) and Kohistan-97
(21%), whereas, AARI-2011, AAS-2011 and Chakwal-50
exhibited smaller decline (<11%) in this regard. Grain yield
(GY) was significantly decreased due to bad implications of
heat. The distinct genetic makeup of genotypes was
statistically apparent indicating their varied competency to
produce yield under different environments. Nevertheless, all
cultivars responded differently in control and heat stressed
environment to produce significant interaction of varieties
and heat stress. While comparing control with heat stress
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Table 4. Correlation analyses showing strength of association among recorded attributes of genotypes under no
heat and heat stress.
Parameter
TSP

Treatment
TSP
SOD
POD
CAT
CHL a
CHL b
GFR
GFD
GPS
GY
H0
1.00
H1
1.00
SOD
H0
0.99**
1.00
H1
0.95**
1.00
POD
H0
0.98**
0.99**
1.00
H1
0.93**
0.99**
1.00
CAT
H0
0.97**
0.99**
0.98**
1.00
H1
0.94**
1.00**
0.99**
1.00
CHL a
H0
0.98**
0.97**
0.98**
0.95**
1.00
H1
0.94**
0.96**
0.92**
0.95**
1.00
CHL b
H0
0.99**
0.97**
0.96**
0.94**
0.97**
1.00
H1
0.97**
0.98**
0.95**
0.98**
0.98**
1.00
GFR
H0
- 0.66*
- 0.58NS - 0.62*
- 0.51NS - 0.67* - 0.73*
1.00
H1
- 0.90** - 0.80** - 0.80**
0.81** - 0.76** - 0.82**
1.00
GFD
H0
0.97**
0.98**
0.98**
0.98**
0.96**
0.94** - 0.50NS
1.00
H1
0.91**
0.96**
0.93**
0.96**
0.98**
0.98** - 0.71*
1.00
GPS
H0
0.77**
0.80**
0.84**
0.79**
0.77**
0.74** - 0.55NS
0.80**
1.00
H1
0.83**
0.81**
0.79**
0.79**
0.85**
0.83** -0.60NS
0.86**
1.00
GY
H0
0.82**
0.86**
0.89**
0.84**
0.86**
0.81** - 0.54NS
0.85**
0.80**
1.00
H1
0.97**
0.95**
0.94**
0.94**
0.95**
0.96** - 0.82**
0.93**
0.90**
1.00
 =٭Significant (p ≤ 0.05);  =٭٭Highly significant (p ≤ 0.01); NS = Non-significant; CHL a = Chlorophyll a contents (mg g-1); CHL b =
Chlorophyll b contents (mg g-1); TSP = Total soluble proteins (mg g-1); SOD = Super oxide dismutase (U per mg protein); POD =
Peroxidase (U per mg protein); CAT = Catalase (U per mg protein); GFR = Grain filling rate (g per day); GFD = Grain filling duration
(days); GPS = Number of grains per spike; GY = Grain yield (t ha-1)

main plots, Aas-2011, Chakwal-50, Mairaj-2008 and
Kohistan-97 recorded 29, 32, 32% decrement in grain yield,
respectively. Maximum decline in GY due to adverse effects
of heat stress was observed for cultivar AARI-2011 (48%),
Galaxy-2013 and Punjab-2011 (46%) (Table 3).
Stronger correlation among all attributes under heat stress
over control depicted heat stress adversities. Biochemical
parameters showed a strong positive correlation with all
attributes except GFR which was negatively correlated with
all these parameters (Table 4).

biosynthesis over degradation because of depressed TSP and
antioxidant under heat (Hemantaranjan et al., 2014). Decline
in chlorophyll contents under stress might be due to the
accelerated production of reactive oxygen species (ROS) that
increased thylakoid membrane leakiness of photosystem-II
and disrupted chlorophyll structure (Raza et al., 2015).
Prolonged high temperature suppressed chloroplast
enzymatic activity and restricted rate of chlorophyll de novo
synthesis (Wang et al., 2015).
Antioxidant defense system of varieties Aas-2011, Chakwal50, and Mairaj-2008 manifested improvement against decline
for other cultivars. Heat stress might have aggravated
oxidative stress and thus antioxidants activities were
improved in Aas-2011, Chakwal-50, and Mairaj-2008 as an
adaptation to detoxify excessive reactive oxygen species
(ROS). Contrarily, antioxidant activities were not strong
enough to scavenge excessive ROS in all other cultivars.
Consequently, increased biosynthesis of ROS overcame
defensive mechanism and thus heat impacts were more
pronounced. High temperature might increase production of
superoxide (O2●-) radical. Superoxide radical might act as the
substrate for SOD. Moreover, strong association of SOD and
POD (0.99) under high temperature environment confirmed
accelerated synthesis of O2●- (Table 4). The increment in SOD
activity in tolerant cultivars might be an adaptive response to
high temperature. For susceptible cultivars, decrement in
SOD activity under high temperature can be attributed to
lower efficacy of scavenging mechanism of susceptible wheat

DISCUSSION
Reduction in chlorophyll contents under the elevated
temperature can be explained in the context of increased rate
of chlorophyll degradation over its biosynthesis. Hightemperature stress induced chlorophyll degradation might be
an outcome of impaired biosynthesis of total soluble proteins
and antioxidants. Similar performance of cultivars Chakwal50, Aas-2011 and Mairaj-2008 might be related to staying
green trait under heat. Higher chlorophyll a and b established
staying green trait. Capability to maintain chlorophyll
structure and function might improve heat tolerance of
cultivars. Strong positive correlation of chlorophyll a and b
contents with number of grains per spike, grain yield and
other biochemical attributes further accomplished role of stay
green in enhancing heat tolerance (Table 4). Declining
protochlorophyllide reduced the rate of chlorophyll
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cultivars. Decline in SOD activity might be due to declined
chlorophyll a and b contents. Thus, diminished chlorophyll a
and b contents confirmed the diminished SOD activity.
While, Aas-2011, Chakwal-50, and Mairaj-2008 still
maintained higher chlorophyll contents than other cultivars.
Enhancement in POD and CAT activity under high
temperature over control was recorded for genotypes Aas2011, Chakwal-50 and Mairaj-2008. It can be attributed to
enhanced SOD activities of genotypes Aas-2011, Chakwal-50
and Mairaj-2008. Enhanced generation of O2●- might have
enhanced H2O2 level in leaves under high-temperature
environment. Subsequently, detoxification of H2O2 to H2O
and O2 in plants was mediated by POD and CAT. Greater
H2O2 production in heat stress might have resulted in the
increment of POD and CAT activity as the defensive
mechanism against stress in tolerant cultivars. Strong positive
and highly significant association (0.99) between POD and
CAT under stressed conditions confirmed the escalated
generation of O2●- and H2O2 (Table 4). The varied response of
susceptible genotypes under high-temperature stress might be
due to the dissimilar genetic capability for heat tolerance.
Decline in SOD, POD and CAT activity in cultivars Punjab2011, AARI-2011, Galaxy-2013, Millat-2011, Fareed-2006,
Pakistan-2013, NIBGE-NIAB-1, and Kohistan-97 can be
defined in the context of poor antioxidant defense system due
to excessive generation of reactive oxygen species (ROS).
Cultivars Galaxy-2013, Punjab-2011, and Millat-2011
depicted the highest decline in antioxidant activities under
stressed environment over non-stressed environment. It can
be interrelated to the inability of these cultivars to counteract
production of superoxide (O2●-), hydroxyl (OH●-), singlet
oxygen (1O2 )٭and hydrogen peroxide (H2O2) under hightemperature environment. Moreover, higher SOD activity for
Aas-2011, Chakwal-50, and Mairaj-2008 and decreased SOD
for other cultivars confirmed excessive generation of O2●-. It
can also be elucidated in terms of autocatalytic peroxidation
of membrane lipid and degradation of chlorophyll together
with other pigments resulting into significant cell damage.
Declined CHL a and b contents under heat have confirmed
enhanced lipid peroxidation. Furthermore, chlorophyll
mediated boost in SOD activity under heat was further
confirmed from strong association of CHL a (0.96) and b
(0.97) with SOD activities (Table 4).
Naderi et al. (2014) observed that heat tolerant cultivars
recorded enhancement while susceptible cultivars depicted
decline in SOD activity. Tolerant spring wheat genotypes
depicted increasing while susceptible recorded diminishing
trends in antioxidant activities under heat over ambient
conditions (Iqbal et al., 2015). These results are also
analogous to Khaliq et al. (2015), they observed increase in
POD and CAT activity in salt stress environment for tolerant
cultivars of wheat. However, decline or no change in CAT
activity was also recorded for stress tolerant cultivars (Wang
et al., 2014).

Interactive effect of heat and varieties was significant for total
soluble proteins (TSP). Cultivars Aas-2011 and Chakwal-50
manifested increment while other cultivars recorded
decrement in TSP under heat stress over control. Augmented
production of TSP for genotypes Aas-2011 and Chakwal-50
might be due to enhancement of antioxidant enzymes.
Stronger correlation between TSP and antioxidants under heat
and control further accomplished antioxidant mediated
augmentation in TSP (Table 4). Augmentation in antioxidants
might slow down the degradation of chlorophyll. Higher CHL
a and b contents further confirmed role of antioxidants in
chlorophyll activity. Higher TSP might be a consequence of
chlorophyll mediated carbohydrate biosynthesis. Higher grain
yield under heat stress for Aas-2011 and Chakwal-50 was
observed. Therefore, contribution of TSP and chlorophyll for
maintaining assimilate partitioning towards grains under heat
stress was confirmed in form of higher grain yield. The
decrease of TSP in cultivars Punjab-2011, AARI-2011,
Galaxy-2013, Millat-2011, Fareed-2006, Mairaj-2008,
Pakistan-2013, NIBGE-NIAB-1, and Kohistan-97 might be
due to denaturation of proteins and inability of these cultivars
to enhance HSPs under heat stress. Declined chlorophyll
contents and antioxidant activities established escalation in
protein denaturation. Our results are like those of Li et al.
(2013), under high-temperature environment, glutenin
biosynthesis declined, gliadin remained stable resulting in
deteriorated grain proteins and quality. Wheat genotypes with
higher antioxidants depicted heat tolerance at physiological
maturity that consequently enhanced TSPs (Sharma et al.,
2014).
Minimum GFR and maximum GFD in Aas-2011 and
Chakwal-50 can be explained in the context of high
chlorophyll contents and enhancement of antioxidant defense
system under heat. Higher chlorophyll contents might
maintain assimilate partitioning for the longer duration of
time. Declined chlorophyll degradation might be a
consequence of detoxification of ROS in cultivars AAS-2011
and Chakwal-50. Highest grain yields in AAS-2011 and
Chakwal-50 further confirmed the contribution of chlorophyll
contents in maintaining GFR and GFD. Strong positive
correlation (0.93) between GFD and grain yield under heat
established contribution of longer GFD in grain yield (Table
4). Furthermore, Enhanced antioxidants and TSPs was
observed for AAS-2011 and Chakwal-50 under heat over
control. Thus, improved defense might have maintained
growth rate of grains and consequence in higher grain yield.
Under heat stress, higher flux intensity and greater difference
in maximum day temperature and minimum night
temperature caused rapid morphogenesis. The increment in
GFR can also be considered an adaptive behavior to complete
growing cycle rapidly and produce seed for the upcoming
generation. Each 5ºC rise of temperature above 20ºC resulted
in increased GFR and reduced GFD by 12 days in wheat.
Moreover, every 1ºC increase in temperature declined GFD

7

Shahid, Saleem, Anjum, Shahid & Afzal
by 2.8 days, enhanced ROS, lipid peroxidation and decreased
chlorophyll contents (Talukder et al., 2014).
Enhanced GFR and diminished GFD might decline grain
yield in susceptible varieties. Thus, enhanced GFR could not
compensate for diminished phenology. Rapid GFR and
declined GFD might have adversely affected grain yield.
Negative correlation of grain yield with GFR (- 0.82) under
high temperature environment further accomplished the
adverse effects of rapid grain filling (Table 4). Reduction in
phenology might have reduced assimilates partitioning
towards grains. Pollen grains in wheat were not able to
produce heat shock proteins and thus highly sensitive to rise
in temperature. Consequently, decreased grain setting
negatively affected grain yield under high temperature
environment (Hasanuzzaman et al., 2013; Shahid et al.,
2015).
Degradation of chlorophyll under high-temperature
environment might reduce yield by decreasing assimilate
availability for grain filling. The decrement in antioxidant
activity under heat stress might be related to enhanced
oxidative stress causing more reduction in yield in cultivars
AARI-2011, Galaxy-2013 and Punjab-2011 than tolerant
genotypes Aas-2011, Chakwal-50 and Mairaj-2008. Less heat
mediated reduction in yield for cultivars Aas-2011, Chakwal50, and Mairaj-2008 might be due to their capability to
maintain higher CHL a and b contents under heat than other
cultivars. Moreover, higher yield of AAS-2011 and Chakwal50 than other cultivars under heat over control can be
attributed to number of grains per spike. Capability of AAS2011 and Chakwal-50 to maintain higher number of grains
might have enhanced grain yield. Moreover, strong positive
correlation of number of grains per spike and grain yield
under heat imposed conditions was confirmed from
correlation (Table 4). Our results correspond to those of Innes
et al. (2015), they recorded 15% reduction in GY per annum
due to the higher temperature. Every 1ºC rise in temperature
declined GY by 5.3%. The decrement in GY is also alike to
findings of Tao et al. (2015); the three-decade experiment was
conducted. Wheat varieties were exposed to the temperature
of above 34ºC during booting to maturity. High temperature
decreased GY and reduced growing period in all wheat
genotypes.

environment over control. Higher enzymatic activities
promoted scavenging of ROS, maintained higher chlorophyll
contents, slowed grain filling rate and maintained longer grain
filling duration.
Acknowledgements: Authors applaud the services of
Analytical Laboratory, Department of Agronomy, University
of Agriculture Faisalabad and Medicinal Biochemistry
Laboratory, Department of Biochemistry, University of
Agriculture Faisalabad. We feel inordinate appreciativeness
for Higher Education Commission Pakistan for economic
backing to conduct this research work.
REFERENCES
Arnon, D.I. 1949. Copper enzymes in isolated chloroplasts
polyphenol oxidase in Beta vulgaris. Plant Physiol. 24:115.
Asseng, S., F. Ewert, P. Martre and R.P. Rotter. 2015. Rising
temperatures reduce global wheat production. Nat. Clim.
Change 5:143-147.
Bradford, M.M. 1976. A rapid and sensitive method for the
quantitation of microgram quantities of protein utilizing
the principle of protein-dye binding. Ann. Biochem.
72:248-254.
Dube, E., R. Mare-Patose, W. Kilian, A. Barnard and T.J.
Tsilo. 2016. Identifying high-yielding dry land wheat
cultivars for the summer rainfall area of South Africa. S.
Afr. J. Plant Soil. 33:77-81.
Ghaffari, A., M.A. Wahid, M.F. Saleem and M.Z. Rehman.
2015. Inducing thermo-tolerance in late sown wheat
(Triticum aestivum L.) through pre-conditioning with
H2O2. Pak. J. Agri. Sci. 52:945-951.
Giannopolitis, C.N. and S.K. Ries. 1977. Superoxide
dismutase: I. occurrence in higher plants. Plant Physiol.
59:309-314.
Gomez, K.A. and A.A. Gomez. 1984. Sampling in
experimental plots. In: Statistical Procedures for
agricultural research, 2nd Ed. A Wiley Interscience
Publication, John Wiley and Sons; pp.533-557.
Govt. of Pakistan. 2016. Economic survey of Pakistan 201516. Ministry of Food and Agriculture Islamabad,
Pakistan; pp.24-41.
Hasanuzzaman, M., K. Nahar, M.M. Alam, R.R. Chowdhury
and M. Fujita. 2013. Physiological, biochemical, and
molecular mechanisms of heat stress tolerance in plants.
Int. J. Mol. Sci. 14:9643-9684.
Hemantaranjan, A., A.N. Bhanu, M.N. Singh, D.K. Yadav,
P.K. Patel, R. Singh and D. Katiyar. 2014. Heat stress
responses and thermotolerance. Adv. Plants Agric. Res.
1:1-10.
Hunt, R. 1978. Plant growth analysis. Edward Arnold. U.K;
pp.26-38.

Conclusion: Strong dependence of morphological markers on
biochemical activities intimated importance of biochemical
responses in improving heat tolerance. On basis of
biochemical, growth and yield attributes genotypes Aas-2011,
Chakwal-50 and Mairaj-2008 depicted tolerance while
Fareed-2006 and Punjab-2011 were medium tolerant to
terminal heat. Whereas, cultivars Millat-2011, AARI-2011,
Galaxy-2013, NIBGE-NIAB-1, NIBGE-NIAB-2 and
Pakistan-2013 were susceptible to heat stress. Heat stress
tolerance in tolerant genotypes was correlated with enhanced
antioxidant enzymatic activities under high-temperature

8

Terminal heat stress and wheat genotypes
Innes, P.J., D.K.Y. Tan, F.V. Ogtrop and J.S. Amthor. 2015.
Effects of high-temperature episodes on wheat yields in
New South Wales, Australia. Agric. For. Meteorol.
208:95-107.
Iqbal, M., I. Hussain, H. Liaqat, M.A. Ashraf, R. Rasheed and
A.U. Rehman. 2015. Exogenously applied selenium
reduces oxidative stress and induces heat tolerance in
spring wheat. Plant Physiol. Biochem. 94:95-103.
Kamal, M.A., M.F. Saleem, M. Shahid, A. Awais, H.Z. Khan
and K. Ahmed. 2017. Ascorbic acid triggered
physiochemical transformations at different phenological
stages of heat-stressed Bt cotton. J. Agron. Crop Sci. 203:
323-331.
Khaliq, A., M. Zia-ul-Haq, F. Ali, F. Aslam, A. Matloob, A.
Navab and S. Hussain. 2015. Salinity tolerance in wheat
cultivars is related to enhanced activities of enzymatic
antioxidants and reduced lipid peroxidation. Clean Soil
Air Water 43:1115-1266.
Li, Y., Y. Wua, N.H. Espinosa and R.J. Pena. 2013. The
influence of drought and heat stress on the expression of
end-use quality parameters of common wheat. J. Cereal
Sci. 57:73-78.
Liu, D., J. Zou, Q. Meng, J. Zou and W. Jiang. 2009. Uptake
and accumulation and oxidative stress in garlic (Allium
sativum L.) under lead phytotoxicity. Ecotoxicol. 18:134143.
Mondal, S., R.P. Singh, J. Crossa, J. Huerta-Espino, I.
Sharma, R. Chatrath, G.P. Singh, V.S. Sohu, G.S. Mavi,
V.S.P. Sukuru, I.K. Kalappanavar, V.K. Mishra, M.
Hussain, N.R. Gautam, J. Uddin, N.C.D. Barma, A.
Hakim and A.K. Joshi. 2013. Earliness in wheat: A key
to adaptation under terminal and continual high
temperature stress in South Asia. Field Crops Res.
151:19-26.
Mwadzingeni, L., H. Shimelis, S. Tesfay and T. Tsilo. 2016.
Screening of bread wheat genotypes for drought
tolerance using phenotypic and proline analyses. Front.
Plant Sci. 7:1-12. doi: 10.3389/fpls.2016.01276.
Naderi, R., M. Valizadeh, M. Toorchi and M.R. Shakiba.
2014. Antioxidant enzyme changes in response to
osmotic stress in wheat (Triticum aestivum L.) seedling.
Acta Biol. Szegediensis 58:95-101.
Nawaz, H., N. Hussain and A. Yasmeen. 2015. Growth, yield
and antioxidants status of wheat (Triticum aestivum L.)
cultivars under water deficit conditions. Pak. J. Agri. Sci.
52:953-959.
Raza, M.A.S., M.F. Saleem and I.H. Khan. 2015. Combined
application of glycine betaine and potassium on the
nutrient uptake performance of wheat under drought
stress. Pak. J. Agri. Sci. 52:19-26.
Reynolds, M. and P. Langridge. 2016. Physiological
breeding. Curr. Opin. Plant Biol. 31:162-171.

Sadat, S., K.A. Saeid and M.R. Bihamta. 2013. Marker
assisted selection for heat tolerance in bread wheat.
World Appl. Sci. J. 21:1181-1189.
Shahid, M., M.F. Saleem, H.Z. Khan, M.A. Wahid and M.
Sarwar. 2015. Improving wheat (Triticum aestivum L.)
yield and quality by integration of urea with poultry
manure. Soil Environ. 34: 148-155.
Sharma, D.K., J.O. Fernandez, E. Rosenqvist, C.O. Ottosen
and S.B. Andersen. 2014. Genotypic response of
detached leaves versus intact plants for chlorophyll
fluorescence parameters under high temperature stress in
wheat. J. Plant Physiol. 171:576-586.
Siebert, S. and F. Ewert. 2014. Future crop production
threatened by extreme heat. Environ. Res. Lett. 9: 4
doi:10.1088/1748-9326/9/4/041001.
Steel, R.G.D., J.H. Torrie and D. Dickey. 1997. Principles and
Procedures of Statistics: A biometrical approach, 3 rd Ed.
McGraw Hill Book Co. Inc. New York; pp.352-358.
Talukder, A.S.M.H.M., K. Glenn, McDonald and G.S. Gill.
2014. Effect of short-term heat stress prior to flowering
and early grain set on the grain yield of wheat. Field
Crops Res. 160:54-63.
Tao, F., Z. Zhang, S. Zhang and R.P. Rotter. 2015. Heat stress
impacts on wheat growth and yield were reduced in the
Huang-Huai-Hai Plain of China in the past three decades.
Europ. J. Agron. 71:44-52.
Trnka, M., R.P. Rotter, M. Ruiz-Ramos, K.C. Kersebaum,
J.E. Olesen, Z. Zalud and M.A. Semenov. 2014. Adverse
weather conditions for European wheat production will
become more frequent with climate change. Nat. Clim.
Change 4:637-643.
USDA. 2017. World Agricultural Production: Foreign
Agricultural services- United States Department of
Agriculture. Office of Global Analysis. Circular Series;
pp.11-16.
Wang, C., D. Wen, A. Sun, X. Han, J. Zhang, Z. Wang and
Y. Yin. 2014. Differential activity and expression of
antioxidant enzymes and alteration in osmolyte
accumulation under high temperature stress in wheat
seedlings. J. Cereal Sci. 60:653-659.
Wang, X., B.S. Dinler, M. Vignjevic, S. Jacobsen and B.
Wollenweber. 2015. Physiological and proteome studies
of responses to heat stress during grain filling in
contrasting wheat cultivars. Plant Sci. 230:33-50.
Wang, X., J. Cai, F. Liu, M. Jin, H. Yu, D. Jiang, B.
Wollenweber, T. Dai and W. Cao. 2012. Pre-anthesis
high temperature acclimation alleviates the negative
effects of post anthesis heat stress on stem stored
carbohydrates remobilization and grain starch
accumulation in wheat. J. Cereal Sci. 55:331-336.

9

